Nael

BsaAl
Dralll

Scal fm

Acc65I
Kpnl
Apal
Eco0109I
PspOMI
Xhol
Accl
Hincll
Sall
Clal
Hindlll
EcoRV
EcoRI
Pstl
Smal

lacZ'
b

500 T7/M13F

pBluescript 1l SK(-)
Xmal

2959 bps T3/M13R
2000 . BamHlI

_ 1000 Spel

h Xbal
Notl
Eco52I
BstXI
Qlil
Bigl
Sapl Sacll
Ecl136ll
Sacl

2500

Bsal

Ahdl

pUC origin

AlwNI

pBluescript Il SK (-) Multiple Cloning Site Region

(sequence shown 599-824) S Hinc I

EcoQ109 1 Acc |
T7 Promoter i Kpn | Dra ll Xho | Sall
|

. | | |

[
TTGTAAAACGACGGCCAG'I;GAGTAATACGACTCACTATAGGGQGAATTGGGTACCGGGCCCCCCCTCGAGGTCGAC et
M13 —20 primer binding site 17 primer binding site = KS primer binding site. ..

Bsp106 | Net |
Cla| Hind ' EcoRYV  EcoRl Pst | Smal BamH 1 Spel Xbal ||ECIQ I BstX | Sacll Sacl
|

[ \ | I [ | \ | | | \
- . GGTATCGATAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGCCACCGCGGTGGAGCTC. . .

«

...KS primer binding site 5K primer binding site

P T3 Promoter B-gal a-fragment

s ]
g CAGCTTTTGTTECCTTTAGTGAGGGTTAATTTCGAGCTTGGCGTAAT‘CATGGTCATAGCTGTTTCC
T3 primer binding site “M13 Reverse primer binding site




Seq:
LOCUS
DEFINITION
ACCESSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
JOURNAL

COMMENT

FEATURES

CDS

pBluescript Il SK(-)

pBluescript Il SK(-)

Unknown.
Unknown

Unclassified.
1 (bases 1 to 2959)

Self

Unpublished.

SECID/File created by ScikEd Central, Scientific & Educational Software

misc_Tfeature

CDS

misc_feature

misc_feature

CDS

BASE COUNT

ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861

707 a

CTGACGCGCC
CCGCTACACT
CCACGTTCGC
TTAGTGCTTT
GGCCATCGCC
GTGGACTCTT
TATAAGGGAT
TTAACGCGAA
GCAACTGTTG
GGGGATGTGC
GTAAAACGAC
CCCCCCTCGA
CCACTAGTTC
GGGTTAATTT
CCGCTCACAA
TAATGAGTGA
AACCTGTCGT
ATTGGGCGCT
CGAGCGGTAT
GCAGGAAAGA
TTGCTGGCGT
AGTCAGAGGT
TCCCTCGTGC
CCTTCGGGAA
GTCGTTCGCT
TTATCCGGTA
GCAGCCACTG
AAGTGGTGGC
AAGCCAGTTA
GGTAGCGGTG
GAAGATCCTT
GGGATTTTGG

Location/Qu
21..327
/gene=""f1l(-
600..643
/gene=""T7/M
complement

2959 bp

alifiers
dorigin®™

13F"
(461..615)

/gene=""lacz""

complement
/gene=""T3/M
1156..1823
/gene=""puC

(770..826)
13R"

origin”

DNA

complement (1974..2831)

/gene=""Amp*
755 c

CTGTAGCGGC
TGCCAGCGCC
CGGCTTTCCC
ACGGCACCTC
CTGATAGACG
GTTCCAAACT
TTTGCCGATT
TTTTAACAAA
GGAAGGGCGA
TGCAAGGCGA
GGCCAGTGAA
GGTCGACGGT
TAGAGCGGCC
CGAGCTTGGC
TTCCACACAA
GCTAACTCAC
GCCAGCTGCA
CTTCCGCTTC
CAGCTCACTC
ACATGTGAGC
TTTTCCATAG
GGCGAAACCC
GCTCTCCTGT
GCGTGGCGCT
CCAAGCTGGG
ACTATCGTCT
GTAACAGGAT
CTAACTACGG
CCTTCGGAAA
GTTTTTTTGT
TGATCTTTTC
TCATGAGATT

731 g

GCATTAAGCG
CTAGCGCCCG
CGTCAAGCTC
GACCCCAAAA
GTTTTTCGCC
GGAACAACAC
TCGGCCTATT
ATATTAACGC
TCGGTGCGGG
TTAAGTTGGG
TTGTAATACG
ATCGATAAGC
GCCACCGCGG
GTAATCATGG
CATACGAGCC
ATTAATTGCG
TTAATGAATC
CTCGCTCACT
AAAGGCGGTA
AAAAGGCCAG
GCTCCGCCCC
GACAGGACTA
TCCGACCCTG
TTCTCATAGC
CTGTGTGCAC
TGAGTCCAAC
TAGCAGAGCG
CTACACTAGA
AAGAGTTGGT
TTGCAAGCAG
TACGGGGTCT
ATCAAAAAGG

766 t

CGGCGGGTGT
CTCCTTTCGC
TAAATCGGGG
AACTTGATTA
CTTTGACGTT
TCAACCCTAT
GGTTAAAAAA
TTACAATTTG
CCTCTTCGCT
TAACGCCAGG
ACTCACTATA
TTGATATCGA
TGGAGCTCCA
TCATAGCTGT
GGAAGCATAA
TTGCGCTCAC
GGCCAACGCG
GACTCGCTGC
ATACGGTTAT
CAAAAGGCCA
CCTGACGAGC
TAAAGATACC
CCGCTTACCG
TCACGCTGTA
GAACCCCCCG
CCGGTAAGAC
AGGTATGTAG
AGGACAGTAT
AGCTCTTGAT
CAGATTACGC
GACGCTCAGT
ATCTTCACCT

CIRCULAR SYN

GGTGGTTACG
TTTCTTCCCT
GCTCCCTTTA
GGGTGATGGT
GGAGTCCACG
CTCGGTCTAT
TGAGCTGATT
CCATTCGCCA
ATTACGCCAG
GTTTTCCCAG
GGGCGAATTG
ATTCCTGCAG
GCTTTTGTTC
TTCCTGTGTG
AGTGTAAAGC
TGCCCGCTTT
CGGGGAGAGG
GCTCGGTCGT
CCACAGAATC
GGAACCGTAA
ATCACAAAAA
AGGCGTTTCC
GATACCTGTC
GGTATCTCAG
TTCAGCCCGA
ACGACTTATC
GCGGTGCTAC
TTGGTATCTG
CCGGCAAACA
GCAGAAAAAA
GGAACGAAAA
AGATCCTTTT

19-MAR-2009

CGCAGCGTGA
TCCTTTCTCG
GGGTTCCGAT
TCACGTAGTG
TTCTTTAATA
TCTTTTGATT
TAACAAAAAT
TTCAGGCTGC
CTGGCGAAAG
TCACGACGTT
GGTACCGGGC
CCCGGGGGAT
CCTTTAGTGA
AAATTGTTAT
CTGGGGTGCC
CCAGTCGGGA
CGGTTTGCGT
TCGGCTGCGG
AGGGGATAAC
AAAGGCCGCG
TCGACGCTCA
CCCTGGAAGC
CGCCTTTCTC
TTCGGTGTAG
CCGCTGCGCC
GCCACTGGCA
AGAGTTCTTG
CGCTCTGCTG
AACCACCGCT
AGGATCTCAA
CTCACGTTAA
AAATTAAAAA



//

1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941

TGAAGTTTTA
TTAATCAGTG
CTCCCCGTCG
ATGATACCGC
GGAAGGGCCG
TGTTGCCGGG
ATTGCTACAG
TCCCAACGAT
TTCGGTCCTC
GCAGCACTGC
GAGTACTCAA
GCGTCAATAC
AAACGTTCTT
TAACCCACTC
TGAGCAAAAA
TGAATACTCA
ATGAGCGGAT
TTTCCCCGAA

AATCAATCTA
AGGCACCTAT
TGTAGATAAC
GAGACCCACG
AGCGCAGAAG
AAGCTAGAGT
GCATCGTGGT
CAAGGCGAGT
CGATCGTTGT
ATAATTCTCT
CCAAGTCATT
GGGATAATAC
CGGGGCGAAA
GTGCACCCAA
CAGGAAGGCA
TACTCTTCCT
ACATATTTGA
AAGTGCCAC

AAGTATATAT
CTCAGCGATC
TACGATACGG
CTCACCGGCT
TGGTCCTGCA
AAGTAGTTCG
GTCACGCTCG
TACATGATCC
CAGAAGTAAG
TACTGTCATG
CTGAGAATAG
CGCGCCACAT
ACTCTCAAGG
CTGATCTTCA
AAATGCCGCA
TTTTCAATAT
ATGTATTTAG

GAGTAAACTT
TGTCTATTTC
GAGGGCTTAC
CCAGATTTAT
ACTTTATCCG
CCAGTTAATA
TCGTTTGGTA
CCCATGTTGT
TTGGCCGCAG
CCATCCGTAA
TGTATGCGGC
AGCAGAACTT
ATCTTACCGC
GCATCTTTTA
AAAAAGGGAA
TATTGAAGCA
AAAAATAAAC

GGTCTGACAG
GTTCATCCAT
CATCTGGCCC
CAGCAATAAA
CCTCCATCCA
GTTTGCGCAA
TGGCTTCATT
GCAAAAAAGC
TGTTATCACT
GATGCTTTTC
GACCGAGTTG
TAAAAGTGCT
TGTTGAGATC
CTTTCACCAG
TAAGGGCGAC
TTTATCAGGG
AAATAGGGGT

TTACCAATGC
AGTTGCCTGA
CAGTGCTGCA
CCAGCCAGCC
GTCTATTAAT
CGTTGTTGCC
CAGCTCCGGT
GGTTAGCTCC
CATGGTTATG
TGTGACTGGT
CTCTTGCCCG
CATCATTGGA
CAGTTCGATG
CGTTTCTGGG
ACGGAAATGT
TTATTGTCTC
TCCGCGCACA



